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PARTICIPANT FINAL ASSESSMENT REPORT (SUMMA
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Report Date :

PC1gyr

04/04/2022
Sample : MAR 2022

T
Parameters Labs VLab Unit mr‘\ [ e e
ni
(n) alue value SDPA | Um Z-Score | Remarks
N A | ——
20 [TRIGLYCERIDES S o T e e |
(GPO-Trinder) 716 [ 0.8 h O PR
. Unsatisfactory
21 |UREA e e
5 175.50 | mg/dL | 222 [P —
S J7 [ 178
(U V Kinetic GLDH) 26.56 | Unsatisfactory
22 |Direct Bilirubin 8 BT e
1.40 mg/dL 0 T
(Diazotised Sulphanilic) o e 211 | Questionable
23 |GLUCOSE 17 1321
.10 / *
(GOD-POD) mg/dL | 122.66 6.73 1.953 1.40 Satisfactory
24 |CHOLESTEROL 11 92.40
g mg/dL
(CHOD-POD) S B2 5.05 1.30 | Satisfactory
25 |CREATININE 14 29.00
. mg/dL 27. 5 i
(Enzymatic) g 43 1.53 10484 | 103 |satisfactory
== |26 |JALBUMIN 26 3.70 /dL
w = g 4.23 0.46 0.116 1.14 | Satisfactory
27 |[HDL-CHOL 5 43.60 m
d g/dL 55.63 11.69 i
e 1.03 | Satisfactory
28 |URIC ACID 3 3.30 mg/dL 3.50 0.15
: 5 : 1. i
(Trinder Peroxidase) Db
29 A!kall-ne Phosphatase 10 60.40 UL 50.75 542 1.78 | Satisfactory
(Modified IFCC)
30 |AST 3 7.10 uiL 7.51 0.50 082 |[Good
(Modified IFCC)
31 JALT 3 4.30 u/L 6.41 243 0.87 Good
(Modified IFCC)
32 [BILIRUBIN 14 3.40 mg/dL 2.76 0.76 0.85 |Good
(Diazotized Sulphanilic Ac)
33 |TOTAL PROTEIN 28 4.40 g/dL 4.20 0.33 0.082 0.60 [Good
(Biuret)
134 |SODIUM 16 143.80 | mmol/ | 140.57 [*3.28 | 1.007 0.98 |Good
(ISE, Direct) =
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Report Date : 04/04/2022

Sample : MAR 2022

Labs Lab

i F Farsiaciins | oo | s Asv‘jﬁj':d SDPA | Um | z-Score |Remarks
?‘ - !ﬁg;ﬁigﬂ 16 4.89 mnl“_loll 499 1021 10064 | 050 |Good
%1 36 5:;0;:55) 16 100.90 mr:oll 102.75 2.06 0.645 \ 0.90 Good
{ = S@g;’ﬁ . 5 490 |[mgdL | 6.06 1.68 0.69 |Good

_n,

| Zscore | £1.0 - Good

Interpretation of z scores is as follaws:

| Z score | between 1.0to 2.0 - Satisfactory
| Zscore | hetween2.0to3.0 - Questionahle
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| Zscore | 23.0 - Unsatisfactory

* denotes adjusted SDPA as per 1SO 13528:2015(E)
SDPA - Standard Deviation for Proficiency Assessment
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